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Appendix S1: Search strategies

Search strategies for MEDLINE (through Ovid) presented; strategies were adapted for EMBASE and
the Web of Science. Lymphomas of interest: Hodgkin’s and Burkitt’s. Carcinomas of interest: gastric
and nasopharyngeal.

Lymphoma search strategy (run 1t June 2017)

# Terms Hits
1 exp Herpesvirus 4, Human/ 22,298
2  (EBV or Epstein-barr virus or Epstein barr Virus or HHV-4 or 35,532

HHV4).mp. [mp=title, abstract, original title, name of substance word,

subject heading word, keyword heading word, protocol supplementary

concept word, rare disease supplementary concept word, unique

identifier, synonyms]
3 10R2 38,699
4  exp Risk Factors/ 703,159
5 exp Epidemiology/ 24,419
6  exp Cross-Sectional Studies/ 247,653
7  exp Cohort Studies/ 1,693,391
8 exp Case-Control Studies/ 877,749
9 exp Clinical Trial/ 806,724
10 (epidemiol* or risk factor or cross-sectional or cohort or case control or 1,507,190

case-control or intervention study).mp. [mp=title, abstract, original title,

name of substance word, subject heading word, keyword heading

word, protocol supplementary concept word, rare disease

supplementary concept word, unique identifier, synonyms]
11 40R50R60R70OR80OR90R10 3,642,502
12 exp Lymphoma/ 162,050
13 exp Burkitt Lymphoma/ 9,943
14 exp Hodgkin Disease/ 33,391
15 exp Lymphoma, Non-Hodgkin/ 94,494
16 (Burkitt* or Hodgkin* or lymphoepithelioma-like carcinoma* or 243,875

lymphoma*).mp. [mp=title, abstract, original title, name of substance

word, subject heading word, keyword heading word, protocol

supplementary

concept word, rare disease supplementary concept word, unique

identifier, synonyms]
17 120R130OR 14 0OR150R 16 247,229
18 3 AND 11 AND 17 1,352




Carcinomas search strategy (run 4" August 2017)

Nasopharyngeal
# Terms Hits

1 “Herpesvirus 4, Human” [MeSH] OR “EBV” OR “Epstein-Barr Virus” OR 36,213
“Burkitt Herpesvirus” OR “Human Herpesvirus 4” OR “HHV4”

2 “Nasopharyngeal Neoplasms” [MeSH] OR “Cancer of Nasopharynx” 320,098
OR “Nasopharyngeal cancer” OR “Cancer of the Nasopharynx” OR
“Nasopharynx Neoplasms” OR “Nasopharyngeal Carcinoma” OR
“‘NPC”

3  “Risk Factors” [MeSH] OR “Epidemiology” [MeSH] OR “Cross-Sectional 3,786,202
Studies” [MeSH] OR “Cohort Studies” [MeSH] OR “Case-Control
Studies” [MeSH] OR “Clinical Trial” [MeSH] OR “Epidemiol*” OR “risk
factor” OR “cross-sectional” OR “cohort” OR “case control” OR “case-
control” OR “intervention study” OR “association” OR “risk” OR “rate”

OR “odds”

4  #1 AND #2 AND #4 735
Gastric

# Terms Hits

1 “Herpesvirus 4, Human” [MeSH] OR “EBV” OR “Epstein-Barr Virus” 36,213
OR “Burkitt Herpesvirus” OR “Human Herpesvirus 4” OR “HHV4”

2 “Stomach Neoplasms” [MeSH] OR “Cancer of the Stomach” OR 96,514

“Gastric Cancer” OR “Gastric Neoplasms” OR “Neoplasms, Gastric”
OR “Neoplasms, Stomach” OR “Stomach Cancer” OR “Gastric
adenocarcinoma” OR “Gastric Carcinoma” OR “Adenocarcinoma of the

Stomach”
3 “Risk Factors” [MeSH] OR “Epidemiology” [MeSH] OR “Cross- 3,786,20
Sectional Studies” [MeSH] OR “Cohort Studies” [MeSH] OR “Case- 2

Control Studies” [MeSH] OR “Clinical Trial” [MeSH] OR “Epidemiol*”
OR “risk factor” OR “cross-sectional” OR “cohort” OR “case control’
OR “case-control” OR “intervention study” OR “association” OR “risk”
OR “rate” OR “odds”

4  #1 AND #2 AND #4 185
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Table S1: Included publications
BL- Burkitt's lymphoma, GC- gastric carcinoma, HL- Hodgkin’s lymphoma, NPC- nasopharyngeal carcinoma, *Some publications stated the time frame of

recruitment for cases, not controls; ~12 countries- Australia, Canada, Denmark, Estonia, India, Japan, Singapore, Switzerland, Thailand, The Philippines, UK,

US; 1 or underlying population for cohort studies

Author Cancer Year of publication ~ Country Year of Study design Control groupt  Main risk factor focus
study*
de-Thé et al.[1] BL 1978 Uganda 1972-1977 Case-control Population Infection and clinical
(children)
Geser et al.[2] BL 1982 Uganda 1972-1977 Case-control Population Infection and clinical
(children)
Alexander et al.[3] HL 2000 UK 1991-1995 Case-control Primary care Infection and clinical
Alexander et al.[4] HL 2003 UK 1993-1997 Case-control Primary care Infection and clinical
Besson et al.[5] HL 2007 France Unknown Case-control Family and Human genetic
population
Delahaye-Sourdeix et al.[6] HL 2015 France, Germany,  1987-2009 Case-control Population, Human genetic
Spain, Czech primary care,
Republic, Ireland, hospital
UK, Denmark,
Sweden, The
Netherlands;
unknown
Diepstra et al.[7] HL 2005 The Netherlands 1987-2000 Case-control Family Human genetic
Epstein et al.[8] HL 2015 USA 1997-2000 Case-control Population Diet
Farrell et al.[9] HL 2010 Unknown Unknown Case-control Unknown Infection and clinical
Gao et al.[10] HL 2013 USA 1997-2000 Case-control Population Diet
Glaser et al.[11] HL 2004 USA 1988-1994 Case-control Population Environmental and non-diet lifestyle
(female)
Glaser et al.[12] HL 2005 USA 1988-1994 Case-control Population Environmental and non-diet lifestyle;
(female) Infection and clinical
Hjalgrim et al.[13] HL 2007 Denmark, Sweden  1999-2002 Case-control Population Environmental and non-diet lifestyle
Hjalgrim et al.[14] HL 2007 Denmark, Sweden  1999-2002 Case-control Population Environmental and non-diet lifestyle;
Infection and clinical
Hollander et al.[15] HL 2015 Denmark, Sweden  1999-2002 Case-control Population Infection and clinical
Jarrett et al.[16] HL 2010 Unknown Unknown Case-control Unknown Human genetic
Johnson et al.[17] HL 2015 UK Unknown Case-control Population Human genetic
Keegan et al.[18] HL 2006 USA 1988-1994 Case-control Population Infection and clinical
(female)
Li etal.[19] HL 2013 USA 1997-2000 Case-control Population Infection and clinical
Linabery et al.[20] HL 2014 Canada, Puerto 1989-2003 Case-control and Population Infection and clinical
Rico, USA reconstructed (children)
cohort
Linabery et al.[21] HL 2015 Canada, Puerto 1989-2003 Case-control Population Infection and clinical
Rico, USA (children)
Niens et al.[22] HL 2006 The Netherlands 1987-2000 Case-control Family Human genetic
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Niens et al.[23]

Urayama et al.[24]

Willett et al.[25]
Willett et al.[26]

Levine et al.[27]

Armstrong et al.[28]
Armstrong et al.[29]

Armstrong et al.[30]
Armstrong et al.[31]
Bei et al.[32]

Bel Hadj Jrad et al.[33]
Ben Chaaben et al.[34]
Ben Chaaben et al.[35]
Ben Nasr et al.[36]
Ben Nasr et al.[37]
Ben Nasr et al.[38]
Ben Nasr et al.[39]
Bendjemana et al.[40]

Birgander et al.[41]
Bogger-Goren et al.[42]
Bray et al.[43]

Broehm et al.[44]

Burt et al.[45]

Burt et al.[46]

Burt et al.[47]

Butsch Kovacic et al.[48]
Cao et al.[49]

Cao et al.[50]

Cao et al.[51]

HL
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NPC
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NPC
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NPC
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NPC
NPC
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NPC
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2007

2012

2006
2007

1995

1983
1983

1998
2000
2010

2006
2011
2015
2007
2008
2009
2010
2006

1996
1987
2008
2017
1992
1994
1996
2005
2006
2010
2011

The Netherlands,
UK

France, Germany,
Spain, Czech
Republic, Ireland,
UK, Denmark,
Sweden, The
Netherlands,
unknown

UK

UK
USA

Malaysia
Malaysia

Malaysia
Malaysia
China

Tunisia
Tunisia
Tunisia
Tunisia
Tunisia
Tunisia
Tunisia
Tunisia

China
Israel
12 countries®
USA
USA
USA
USA
Taiwan
China
China
China

1987-2000

1987-2009

1998-2003
1998-2003

1967-1993

1973-1980
1973-1980

1990-1992
1990-1992
2002-2009

1991-2003
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

Unknown

1974-1982
1983-1997
1992-2013
1973-1986
1987-1991
1987-1994
1991-1994
2000-2003
2001-2004
1987-2007

Case-control

Case-control

Case-control
Case-control

Case-control

Case-control
Case-control

Case-control
Case-control
Case-control

Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control

Case-control
Case-control
Cohort/longitudinal
Cohort/longitudinal
Cohort/longitudinal
Case-control
Case-control
Case-control
Case-control
Case-control
Cohort/longitudinal

Family, blood
donor
Population,
primary care,
hospital

Population
Population

Population
(male)
Population

Population

Population
Population

Population
(some from
another
country)
Blood donors

Population
Unknown
Blood donors
Blood donors
Blood donors
Blood donors

Family and
professional
Blood donors

Unknown
National
Region
Global
Population
Population
Population
Population
Population
Region

Human genetic

Human genetic

Infection and clinical

Diet; Environmental and non-diet
lifestyle
Infection and clinical

Diet

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet

Environment and non-diet lifestyle
Human genetic

Human genetic
Human genetic
Human genetic
Human genetic
Human genetic
Human genetic
Human genetic
Human genetic

Human genetic

Infection and clinical

Environment and non-diet lifestyle
Environment and non-diet lifestyle
Environment and non-diet lifestyle
Human genetic

Human genetic

Human genetic

Human genetic

Human genetic

Infection and clinical
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Cao et al.[52]
Chan et al.[53]

Chan et al.[54]

Chan et al.[55]

Chelleng et al.[56]

Chen et al.[57]
Chen et al.[58]

Chen et al.[59]
Cheng et al.[60]
Cheng et al.[61]

Chentoufi et al.[62]

Chin et al.[63]
Cho et al.[64]
Chung et al.[65]

Coghill et al.[66]
Coghill et al.[67]
Cui et al.[68]
Cui et al.[69]
Da et al.[70]
Dai et al.[71]
Dai et al.[72]

Dardari et al.[73]

Delfitri et al.[74]
Deng et al.[75]
Deng et al.[76]
Deng et al.[77]

NPC
NPC

NPC

NPC
NPC

NPC

NPC

NPC
NPC
NPC
NPC
NPC
NPC
NPC

NPC
NPC
NPC
NPC
NPC
NPC
NPC

NPC

NPC
NPC
NPC
NPC

2010
1983

1985

1991
2000

1990

1997

2012
1999
2003
2016
2015
2003
2014

2016
2016b
1982
2015
2002
2007
2016

2001

2011
2002
2004
2005

China
Singapore

Malaysia,
Singapore
USA

India

Taiwan
China

China
Taiwan
Taiwan
Saudi Arabia
Malaysia
Taiwan
Taiwan

Taiwan
Taiwan
China
China
China
China
China

Morocco

Indonesia
China
China
China

2000-2004
1973-1981

Unknown

1963-1980
1996-1997

1986-1987

1992-1993

1992-2007
1998-1999
1991-1994
Unknown

Unknown

1991-1994
2005-2011

1996-2010
1996-2010
Unknown
Unknown
Unknown
2005-2006
Unknown

1997-1999

Unknown
Unknown
2001-2002
2001-2003

Case-control
Case-control

Case-control

Case-control
Case-control

Case-control

Case-control

Cohort/longitudinal

Case-control
Case-control
Case-control
Case-control
Case-control
Case-control

Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control

Case-control

Case-control
Case-control
Case-control
Case-control

Population

Blood donors
(including cord
blood), staff,
family
Population

Hospital
Population

Population
Population

Region
Population
Population
Hospital
Blood donors
Population
Medical
insurance
Family
Family

Blood donor
Unknown
Population
Population
Family, blood
donors,
population,
individuals
with other
conditions;
many from
different
setting

Blood donors,
staff,
population
Hospital
Students
Population
Population

Human genetic
Human genetic

Human genetic

Infection and clinical

Diet; Environment and non-diet lifestyle;
Infection and clinical
Diet; Environment and non-diet lifestyle;
Infection and clinical
Diet; Environment and non-diet lifestyle;
Infection and clinical
Infection and clinical

Diet; Environment and non-diet lifestyle

Human genetic
Human genetic
Human genetic
Human genetic

Infection and clinical

Infection and clinical
Infection and clinical

Human genetic
Human genetic
Human genetic
Human genetic
Human genetic

Human genetic

Human genetic
Human genetic
Human genetic
Human genetic
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Douik et al.[78]
Douik et al.[79]
Ekburanawat et al.[80]

Fachiroh et al.[81]

Fan et al.[82]
Fan et al.[83]
Fan et al.[84]
Farhat et al.[85]

Farhat et al.[86]

Farrow et al.[87]
Feng et al.[88]
Feng et al.[89]

Feng et al.[90]
Feng et al.[91]

Friborg et al.[92]
Friborg et al.[93]
Gao et al.[94]

Gao et al.[95]

Gao et al.[96]

Gao et al.[97]
Ghandri et al.[98]
Golovleva et al.[99]
Guo et al.[100]
Guo et al.[101]

Guo et al.[102]
Guo et al.[103]

Guo et al.[104]

Hadhri-Guiga et al.[105]
Hall et al.[106]

Hashim et al.[107]

Hassen et al.[108]

NPC
NPC
NPC

NPC

NPC
NPC
NPC
NPC

NPC

NPC
NPC
NPC

NPC
NPC

NPC
NPC
NPC
NPC
NPC
NPC
NPC
NPC
NPC
NPC

NPC

NPC

NPC

NPC
NPC

NPC

NPC

2009
2016
2010

2012

2005
2006
2013
2008

2008

1998
2002
2007

2008
2009

2005
2007
2008
2009
2012
2015
2011
1997
2006
2008

2009

2010

2014

2007
1982

2012

2007

Tunisia
Tunisia
Thailand

Thailand

China
China
China
Tunisia

Tunisia

USA
China

Algeria, Morocco,
Tunisia

China

Algeria, Morocco,
Tunisia
Greenland
Singapore

China

China

China

China

Tunisia

China

China

China

China

China

China

Tunisia

Kenya, Tanzania
Malaysia

Tunisia

Unknown
Unknown
2007-2008

2005-2010

Unknown
2000-2004
2003-2004

1998-
unknown
1998-
unknown
1987-1993

Unknown
2002-2005

2005-2007
2002-2005

1973-2002
1993-2005
2005-2007
2005-2008
Unknown
Unknown
Unknown
Unknown
Unknown
2000-2001

2004-2005
2000-2005
2000-2001
and 2004-
2005

Unknown
Unknown

Unknown

Unknown

Case-control
Case-control
Case-control

Case-control

Case-control
Case-control
Case-control
Case-control

Case-control

Case-control
Case-control
Case-control

Case-control
Case-control

Cohort/longitudinal
Cohort/longitudinal
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control

Case-control
Case-control

Case-control

Case-control
Case-control

Case-control

Case-control

Population
Population
Hospital

Hospital

Hospital
Hospital
Population
Blood donors

Blood donors

Population
Family
Hospital

Blood donors
Hospital

National
Region
Hospital
Hospital
Unknown
Unknown
Blood donors
Blood donors
Population
Family,
population
Population

Family,
population
Population

Population
Hospital,
population
Hospital

Blood donors

Human genetic
Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet; Environment and non-diet lifestyle;
Human genetic

Human genetic

Human genetic
Human genetic
Human genetic

Human genetic

Diet
Human genetic
Diet

Human genetic
Diet; Environment and non-diet lifestyle

Infection and clinical

Diet; Environment and non-diet lifestyle
Human genetic

Human genetic

Human genetic

Human genetic

Human genetic

Human genetic

Human genetic

Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical
Human genetic

Human genetic

Human genetic
Human genetic

Diet; Environment and non-diet lifestyle;
Human genetic
Human genetic




Hassen et al.[109]
Hawkins et al.[110]

He et al.[111]

He et al.[112]
He et al.[113]
Henderson et al.[114]

Hildesheim et al.[115]

Hildesheim et al.[116]
Hildesheim et al.[117]
Hildesheim et al.[118]
Hildesheim et al.[119]
Hildesheim et al.[120]
Hirankarn et al.[121]
Hirunsatit et al.[122]
Ho et al.[123]

Hsu et al.[124]

Hsu et al.[125]

Hsu et al.[126]
Hsu et al.[127]

Hsu et al.[128]

Hu et al.[129]
Huang et al.[130]
Hung et al.[131]

Jalbout et al.[132]
Jeannel et al.[133]
Ji et al.[134]

Jia et al.[135]
Jia et al.[136]

Jia etal.[137]
Jiang et al.[138]
Jing et al.[139]
Ko et al.[140]

NPC
NPC

NPC

NPC
NPC
NPC

NPC

NPC
NPC
NPC
NPC
NPC
NPC
NPC
NPC
NPC

NPC

NPC
NPC

NPC

NPC
NPC
NPC

NPC
NPC
NPC

NPC
NPC

NPC
NPC
NPC
NPC

2011
1974

2005

2007
2009
1976

1992

1995
1997
2001
2002
1991
2004
2003
2006
2009

2011

2012
2015

2016

2012
2011
2014

2003
1990
2011

2004
2009

2010
2011
1977
2014

Tunisia

China, Malaysia,
Singapore
China

China
China
USA

The Philippines

Taiwan

Taiwan

Taiwan

Taiwan

The Philippines
Thailand
Thailand
Taiwan

Taiwan

Taiwan

Taiwan
Taiwan

Taiwan

China
China
Taiwan

Tunisia
Tunisia
China

China
China

China
China
USA

China

Unknown
Unknown

2000-2003

2003-2004
Unknown
1960-1974

Unknown

1991-1994
1991-1994
1991-1994
1991-1994
Unknown

1994-2001
1994-2001
2000-2004
1984-2006

1984-2008

1991-1994
2010-2014

2010-2014

2001-2007
2005-2007
2002-2011

Unknown
1986-1987
1991-2009

1999-2001

2001-2004
and 2005-
2007

2005-2007

2006-2010
1960-1974
2009-2012

Case-control
Case-control

Case-control

Case-control
Case-control
Case-control

Case-control

Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Case-control
Cohort/longitudinal

Cohort/longitudinal

Case-control
Case-control

Case-control

Case-control
Case-control
Case-control

Case-control
Case-control
Case-control

Cohort/longitudinal
Case-control

Case-control
Case-control
Case-control
Case-control

Blood donors

Hospital, blood
donors

Blood donors,
staff
Population

Blood donors
Hospital

Hospital,
population
Population

Population
Population
Population
Unknown
Blood donors
Blood donors
Hospital
Region (male)

Region (male)

Population

Population
(male)
Unknown

Population
Hospital
Medical
insurance
Population

Population
Population

Family, region
Family,
hospital

Hospital
Hospital
Hospital
Population

Human genetic
Human genetic

Human genetic

Human genetic
Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical
Infection and clinical

Human genetic

Human genetic

Environment and non-diet lifestyle
Human genetic

Infection and clinical

Human genetic

Human genetic

Human genetic

Environment and non-diet lifestyle;
Infection and clinical

Environment and non-diet lifestyle;
Infection and clinical

Diet

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet; Environment and non-diet lifestyle;
Infection and clinical

Human genetic

Human genetic
Infection and clinical

Human genetic
Diet; Infection and clinical

Diet; Environment and non-diet lifestyle;
Infection and clinical
Infection and clinical

Human genetic

Diet

Human genetic
Human genetic
Human genetic
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Kongruttanachok et al.[141] NPC 2001 Thailand Unknown Case-control Blood donors Human genetic
Laantri et al.[142] NPC 2011 Algeria, Morocco, Unknown Case-control Hospital Human genetic
Tunisia
Lakhanpal et al.[143] NPC 2015 India 2010-2013 Case-control Hospital Human genetic
Lanier et al.[144] NPC 1980 USA 1966-1976 Case-control Population Human genetic
Lanier et al.[145] NPC 1980b USA 1965- Case-control Population Infection and clinical
unknown
Laouamri et al.[146] NPC 2000 Algeria 1994-1997 Case-control Population Infection and clinical
Laouamri et al.[147] NPC 2001 Algeria 1994-1997 Case-control Population Diet; Environmental and non-diet
lifestyle
Lee et al.[148] NPC 1994 Singapore 1988-1990 Case-control Hospital Diet g
Levine et al.[149] NPC 1998 USA 1984-1988 Case-control Population Infection and clinical
male
Li et al.[150] NPC 1995 China Unknown Case-control EJnkn())Wh Human genetic
Li et al.[151] NPC 2006 China 1981-1998 Case-cohort Occupational Environment and non-diet lifestyle
female
Li et al.[152] NPC 2007 Tunisia 1991-2004 Case-control I(3Iood d)onor Human genetic
Li et al.[153] NPC 2012 China 2006-2010 Case-control Hospital Human genetic
Li et al.[154] NPC 2013 China Unknown Case-control Population Human genetic
Lin et al.[155] NPC 1973 Taiwan 1969-1971 Case-control Population Environment and non-diet lifestyle;
Infection and clinical
Lin et al.[156] NPC 1979 Taiwan 1969-1971 Case-control Population Environment and non-diet lifestyle;
Infection and clinical
Lin et al.[157] NPC 1986 Taiwan 1969-1971 Case-control Population Environment and non-diet lifestyle;
Infection and clinical
Lin et al.[158] NPC 1997 Taiwan 1985-1993 Cohort Population Diet; Environment and non-diet lifestyle;
(male) Infection and clinical
Liu et al.[159] NPC 2015 Sweden 1961-2009 Cohort/longitudinal ~ Family and Infection and clinical
national
Liu et al.[160] NPC 2015 Taiwan 2003-2009 Case-control Hospital Human genetic
Liu et al.[161] NPC 2015 China 2001-2010 Case-control Hospital, Human genetic
population
Liu et al.[162] NPC 2016 Sweden 1961-2009 Case-control Population Environment and non-diet lifestyle
Liu et al.[163] NPC 2016 Taiwan 1980-2011 Cohort/longitudinal ~ Family Environment and non-diet lifestyle
Liu et al.[164] NPC 2016 China 2010-2014 Case-control Population Infection and clinical
Lo et al.[165] NPC 2016 Taiwan 1991-1994 Case-control Population Diet
Lourembam et al.[166] NPC 2015 India 2011-2013 Case-control Unknown Diet; Environment and non-diet lifestyle;
Human genetic
Lu et al.[167] NPC 2003 Taiwan 1998-1999 Case-control Blood and Human genetic
organ donors,
staff
Mabuchi et al.[168] NPC 1985 USA Unknown Case-control Hospital Environment and non-diet lifestyle
Mazzoni et al.[169] NPC 2016 Italy 2010-2013 Case-control Population Infection and clinical
Mirabelli et al.[170] NPC 2000 USA Unknown Case-control Population Environment and non-diet lifestyle
(male)
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Mo et al.[171]
Mokni-Baizig et al.[172]
Moumad et al.[173]

Mousavi et al.[174]
Nam et al.[175]

Nazar-Stewart et al.[176]
Nesic et al.[177]

Ng et al.[178]
Ning et al.[179]

Nong et al.[180]

Ooi et al.[181]

Ou et al.[182]
Pasini et al.[183]
Polesel et al.[184]

Pratesi et al.[185]
Qin et al.[186]

Qiu et al.[187]

Ren et al.[188]
Ren et al.[189]

Ruan et al.[190]
Ruan et al.[191]

Shanmugaratnum et al.[192]
Shao et al.[193]

Sheng et al.[194]

Shield et al.[195]

Shih et al.[196]

Simons et al.[197]

Simons et al.[198]

Simons et al.[199]

NPC
NPC
NPC

NPC

NPC

NPC
NPC

NPC
NPC

NPC

NPC
NPC
NPC
NPC

NPC
NPC

NPC

NPC
NPC

NPC
NPC

NPC
NPC
NPC
NPC
NPC
NPC

NPC

NPC

2009
2001
2013

2010

1992

1999
2010

2009
1990

2009

1997
1985
2009
2011

2006
2011

2015

2005
2010

2010
2013

1978
2011
2013
2017
2012
1974

1974

1975

China
Tunisia
Morocco, Tunisia

Sweden

USA

USA
Serbia

Malaysia
China

China

Singapore
China
Italy

Italy

Italy
China

China

China
China

China
China

Singapore
China
China
Global
Taiwan
Singapore

Singapore

Singapore

2006
Unknown

2001-2004
and 2006-
2009

1932-2006

Unknown

1987-1993
2001-2003

Unknown
1985-1986

2007-2008

Unknown
Unknown
1994-2005
1992-2008

Unknown
2002-2009

2002-2010

Unknown
2005-2007

2005-2007
2005-2007

1966-1968
2000-2003
2004-2011
2012
2003-2009
Unknown

Unknown

Unknown

Case-control
Case-control
Case-control

Cohort/longitudinal

Case-control

Case-control
Case-control

Case-control
Case-control

Case-control

Case-control
Case-control
Case-control
Case-control

Case-control
Case-control

Case-control

Case-control
Case-control

Case-control
Case-control

Case-control
Case-control
Case-control

Cohort/longitudinal

Case-control
Case-control

Case-control

Case-control

Unknown
Population
Hospital

Family and
national
Population
(Caucasian)
Population

Hospital

Hospital
Population

Blood donors,
staff
Population
Blood donors
Organ donors
Hospital
(Caucasian)
Population
Hospital,
population
Hospital,
population
Students
Hospital

Hospital
Hospital

Hospital
Population
Population
National
Hospital
Hospital,
unknown
Hospital,
unknown
Hospital,
pregnant
women

Infection and clinical
Human genetic
Human genetic

Environment and non-diet lifestyle
Diet; Environment and non-diet lifestyle

Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical
Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical
Human genetic

Human genetic
Human genetic
Human genetic
Diet; Environment and non-diet lifestyle

Human genetic
Human genetic

Human genetic

Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet

Environment and non-diet lifestyle;
Human genetic; Infection and clinical
Environment and non-diet lifestyle

Human genetic
Human genetic
Environment and non-diet lifestyle
Human genetic
Human genetic

Human genetic

Human genetic

22



Simons et al.[200] NPC 1975 Singapore Unknown Case-control Unknown Human genetic

Song et al.[201] NPC 2006 China 2000-2004 Case-control Population Human genetic

(Caucasian)
Sousa et al.[202] NPC 2006 Portugal Unknown Case-control Population Human genetic
Sousa et al.[203] NPC 2011 Portugal 2002-2007 Case-control Blood donors Human genetic
Sousa et al.[204] NPC 2011 Portugal Unknown Case-control Blood donors Human genetic

(Caucasian)
Sousa et al.[205] NPC 2013 Portugal Unknown Case-control Blood donors Human genetic

(Caucasian)
Sousa et al.[206] NPC 2016 Portugal Unknown Case-control Blood donors Human genetic

(Caucasian)
Sousa et al.[207] NPC 2016 Portugal Unknown Case-control Blood donors Human genetic

(Caucasian)
Sriamporn et al.[208] NPC 1992 Thailand 1990 Case-control Hospital Diet; Environment and non-diet lifestyle
Su et al.[209] NPC 2011 Taiwan Unknown Case-control Unknown Human genetic
Sui et al.[210] NPC 2010 China 2004-2008 Case-control Population Human genetic
Tai et al.[211] NPC 2007 China Unknown Case-control Unknown Human genetic
Tang et al.[212] NPC 2010 China Unknown Case-control Family, Human genetic

population
Tang et al.[213] NPC 2012 China 2000-2001 Case-control Family, Human genetic

and 2004- population,
2005 unknown
Tian et al.[214] NPC 2006 China Unknown Case-control Unknown Human genetic
Tiwawech et al.[215] NPC 2003 Thailand Unknown Case-control Hospital Human genetic
Tiwawech et al.[216] NPC 2005 Thailand Unknown Case-control Hospital Human genetic
Tsai et al.[217] NPC 2013 Taiwan 2003-2009 Case-control Hospital Human genetic
Tse et al.[218] NPC 2009 Taiwan 1984-2008 Case-control Hospital Human genetic
Tsou et al.[219] NPC 2011 Taiwan 2003-2009 Case-control Hospital Human genetic
Turkoz et al.[220] NPC 2011 Turkey Unknown Case-control Hospital Diet; Environment and non-diet lifestyle;
Human genetic; Infection and clinical
Ung et al.[221] NPC 1999 Taiwan 1991-1994 Case-control Population Infection and clinical
Vaughan et al.[222] NPC 1996 USA 1987-1993 Case-control Population Diet; Environment and non-diet lifestyle;
Infection and clinical

Vaughan et al.[223] NPC 2000 USA 1987-1993 Case-control Population Environment and non-diet lifestyle
Wang et al.[224] NPC 2010 China 2007-2008 Case-control Hospital Human genetic
Ward et al.[225] NPC 2000 Taiwan 1991-1994 Case-control Population Diet
Wei et al.[226] NPC 2007 China 2005-2006 Case-control Hospital Human genetic
Wei et al.[227] NPC 2007 China 2005-2006 Case-control Blood donors, Human genetic

staff
Wei et al.[228] NPC 2007 China 2005-2006 Case-control Hospital Human genetic
Wei et al.[229] NPC 2009 China 2005-2006 Case-control Hospital Human genetic
Wei et al.[230] NPC 2010 China 2007-2008 Case-control Hospital Human genetic

Wei et al.[231] NPC 2012 China Unknown Case-control Hospital Human genetic




West et al.[232]

Wu et al.[233]
Xiao et al.[234]
Xiao et al.[235]
Xiao et al.[236]
Xie et al.[237]

Xiong et al.[238]
Xu et al.[239]
Xu et al.[240]

Yang et al.[241]

Yang et al.[242]
Yang et al.[243]
Yang et al.[244]
Yang et al.[245]
Yang et al.[246]

Ye et al.[247]

Yew et al.[248]
Yu et al.[249]

Yu et al.[250]

Yu et al.[251]
Yu et al.[252]

Yu et al.[253]
Yuan et al.[254]

Zeng et al.[255]
Zhao et al.[256]
Zheng et al.[257]

Zheng et al.[258]

Zheng et al.[259]
Zheng et al.[260]

NPC

NPC
NPC
NPC
NPC
NPC

NPC
NPC
NPC

NPC

NPC
NPC
NPC
NPC
NPC

NPC

NPC
NPC

NPC

NPC
NPC

NPC

NPC

NPC
NPC
NPC

NPC

NPC
NPC

1993

1989
2010
2010
2013
2015

2004
2010
2012

2005

2007
2008
2009
2011
2014

2015

2012
1986

1988

1989
1990

2009

2000

2016
2012
1994

1994

2007
2011

The Philippines

Taiwan
China
China
China
China

China
China
China

Taiwan

China
China
China
China
China

China

Malaysia
China

China

China
China

Taiwan
China

China
China
China

China

China
China

Unknown

Unknown

2001-2007
2001-2007
2001-2009
2010-2012

Unknown
2005-2006
2005-2007

1996-
unknown
2005-2006

2005-2006
2005-2006
2007-2009

2002-2010
and 2001-
2009

2008-2013

Unknown

1981-
unknown
1984-1987

1983-1987
1983-1987

1980-2003

1988-1991

2009-2011
2005-2008

1986-
unknown
1985-1989

Unknown
2001-2009

Case-control

Case-control
Case-control
Case-control
Case-control
Case-control

Case-control
Case-control
Case-control

Case-control

Case-control
Case-control
Case-control
Case-control
Case-control

Case-control

Case-control
Case-control

Case-control

Case-control
Case-control

Case-control

Case-control

Case-control
Case-control
Case-control

Case-control

Case-control
Case-control

Hospital,
population
Hospital
Population
Population
Population
Hospital

Family
Hospital
Hospital

Family

Hospital
Hospital
Hospital
Hospital
Hospital,
population

Hospital,
population
Blood donors

Friends
Population

Population
Population

Family.
Population
Population

Hospital
Hospital
Population

Friends,
population
Hospital
Hospital,
population

Environment and non-diet lifestyle

Human genetic
Human genetic
Human genetic
Human genetic

Environment and non-diet lifestyle;
Infection and clinical
Human genetic

Human genetic

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet; Human genetic; Environment and
non-diet lifestyle

Human genetic

Human genetic
Human genetic
Human genetic
Human genetic

Infection and clinical

Human genetic
Diet

Diet; Environment and non-diet lifestyle;
Infection and clinical

Diet

Environment and non-diet lifestyle;
Infection and clinical

Human genetic

Environment and non-diet lifestyle;
Infection and clinical

Diet

Human genetic

Diet; Environment and non-diet lifestyle

Diet; Infection and clinical

Human genetic
Human genetic
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Zheng et al.[261]

Zheng et al.[262]
Zhou et al.[263]
Zhou et al.[264]
Zhou et al.[265]

Zhou et al.[266]
Zhu et al.[267]
Zhu et al.[268]

Zhu et al.[269]
Zhu et al.[270]
Zong et al.[271]

NPC

NPC
NPC
NPC
NPC

NPC
NPC
NPC

NPC
NPC
NPC

2012

2015
2006
2007
2007

2009
1990
1995

2008
2010
1992

China

China
China
China
China

China
China
USA

China
China
China

2001-2009

Unknown

2003-2004
2003-2005
2003-2005

2006-2008
Unknown
1984-1988

Unknown
2008-2009
1986-1987

Case-control

Case-control
Case-control
Case-control
Case-control

Case-control
Case-control
Case-control

Case-control
Case-control
Cohort/longitudinal

Hospital,
population
Unknown
Hospital
Population
Blood donors,
population,
staff

Hospital
Unknown
Population
(male)
Hospital
Blood donors
Region

Human genetic

Human genetic
Human genetic
Human genetic
Human genetic

Human genetic
Human genetic
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Table S2: Quality assessment

BL- Burkitt’s lymphoma, GC- gastric carcinoma, HL- Hodgkin’s lymphoma, N- no, N/A- not applicable, NPC- nasopharyngeal carcinoma, U- unknown, Y- yes
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